The first two opinion pieces (Gilligan and Venkatesh; Hill) detail the use of comparative sequence analysis to identify potential regulatory elements. The next two papers show how fish (Elgar) and the worm (Astin, Merry, Rajan and Kuwabara) have contributed to both genomic and post-genomic, functional biology. Leading out of discoveries in the worm, the great excitement of using inhibitory RNAs to modulate gene expression is captured by Lehner, Fraser and Sanderson in the technique review. In a change of time scale, Silva, Miranda, Moura and Santos discuss how changes in the genetic code have occurred -a very difficult element of deep evolutionary comparisons. Finally, Duff and Suleman discuss the deceptive simplicity of the words 'mouse model' in relation to Alzheimer's disease and Burt reviews how understanding the genome of the chicken can be viewed as comparative tool or as an end in itself -or both.
No single set of reviews can capture a huge field but embedded within these papers are perhaps some of the clues to where we must go if we are to recognise the time to stop; for the present, we can simply sit back and enjoy the evolution of comparative genomics.
